ABSTRACT Dahi is a traditional Indian fermented milk consumed regularly as part of the diet because of its palatability and health benefits. Here, we report the draft genome sequence of a unique strain of Lactococcus lactis subsp. lactis, W8, a lactic acid bacterium that produces nisin while fermenting milk to dahi.
predicted by the presence of two cholylglycine hydrolase genes, bile and acid stress resistance genes, and two adhering genes encoding fibronectin/fibrinogen-binding proteins. Further insight into the genome will create a new possibility for the production of novel probiotic dairy products with a built-in preservative.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number QYRO00000000. The version described in this paper is the first version, QYRO01000000. Raw sequencing data have been deposited in the NCBI Sequence Read Archive (16) database under the accession number SRR7868294.
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